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TITAOZ MEAETHZ: AfloAoynon twv popiwv miRNA  wg BLOS&!IM'{/(Y)(P( %QRQB?MOPGIOMZOZZ
nnatitda B

Yrioyndra Adaktopag: keva AlKatepivn
TpueAng Emttponn:

1. NoavomouAou Mapia, AvamAnpwtpla Kadnyntpia MikpoBLloAoyiag
2. Muwidng Kwvotavtivog, KaBnyntig Naboloyiag
3. XAlxAa Awkatepivn, KaBnyntpia Mopiakrig AvocoBloloyiag

Eloaywyn: Baoikol SelkTeg TnG XpovLIag NMATIKAG VOoOoU elval, n avixveuon tou avilyévou S,
0 1pocdLoplopdc Twv erumedwy tou HBV DNA (>2000 IU/ml), n pétpnon twv emumédwy g
ALT (apwotpavodepdon g alavivng) Kol n mapoucia LoTOAOYIKWY EupnUAatwy. Ta HEXpL
Twpa Bepamnevtika oxnuata (NAs) octoxelouv otnv Slakomn tng petaypadikng Sladikaoiog
Tou SikAwvou KukAlkoU Xpwpoowpatog (cccDNA) tou oU. Qotdco, 0 evdonmatikdg Tou
EVTOTILOUOG ViveTtal emepfatikd petd amd BloPia. MNpoodateg UEAETEG TPOTEIVOUV TO
nipoyevwulkd RNA (pgRNA) wg mBavo emikouplkd Oeiktn NG €VEPYNG HETAYPAPIKNC
SpactnplotnTag Tou oU. EmumAéoy, Hikpoudpla, onwg ta microRNAs (miRNAs) dalvetal va
CUUBAAAOULV péow TNG SladoplknG Toug €kdpacng, otnv otadlomoinon twv acbevwv ot
ETUHEPOUC elBIKOTEPEG  Katnyopieg, avadelkvlovtog, Tov pPOAO0 TouG WG  SEIKTWV
otadlonoinong tng vooou.

Zkomog: H avadelén twv miRNAs wg Blodektwv Stadopikrg EkPpacng ota eMUEPOUC oTadLa
™G Xpoviag nratitidag B, pe otdxo tnv kabodrnynon tng BepameuTikAG aywyng KaL n xprnon
Tou pgRNA, w¢ eTIKOUPLKOU SelKTN TNG LETAYPAPLKAC SpaoTnpLOTNTAG TOU LoV € CUVOUAOUO
ME ToUug 6N yvwoTtoUg SLayvwoTikoug SeiKTeC.

M£00o6ot: Oa cuAAexBoUv 0pO¢ Kal MAGoHA amno acBeveig e xpovia nratitda B, Stadopwv
otadiwy katd EASL. Oa peletnBoulv ol ibavol Blodeikteg pe peBd6oug aAAnAouxnong véag
veviag (NGS), kuttapopetplag pong Kat moooTikrg RT-PCR.

Avapevopeva anoteAéopata: Amd TtV UEAETN authv avopévetal va  avadslyBolv

OUYKeKpPLUEVA poTiBa dtadopikng Ekppacng miRNAs, yia Tnv otadlonoinon Tng vooou KaLthy
poOyvwon HeTa tnv Bepanceia. EmmAéov, Ba aflodoynBel to pgRNA w¢ mbavog Seiktng tng
METaypadIKAC SpacTtnpLOTNTAG TOU LoU, OXETI{OMEVOC LE TNV TIOPELA KOL TNV QVTOTIOKPLON
otnv Beparneia.
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Introduction: HBV is a DNA virus that infects the host cells, by creating a covalently closed
circular domain (cccDNA). Until now the indexes that have been evaluated for the chronic
hepatitis B are HBV DNA levels (>2000 1U/ml), the ALT levels and liver biopsy findings. The
therapeutic process includes nucleos(t)ide analogs (NAs), that aim the transcriptional device
of cccDNA. However, the intrahepatic cccDNA can be determined only by liver biopsy. Possible
biomarkers detectable in serum, like pre-genomic RNA (pg-RNA), could be used as surrogate
markers. In accordance to this miRNAs differential expression has newly been proposed as
HBV illness stage indicator. As a result they can determine precisely the illness stage and guide
the therapeutic procedure.

Aim: This study aims to investigate a strong relation between the HBV illness stages and the
expression motif of specific miRNAs, which may function as possible stage features, and
suggest pg-RNA as an accurate, surrogate index for active cccDNA transcription accompanied
to the already existing diagnostic markers.

Materials: Samples from patients, usually visiting our hospital’s hepatological office, will be
collected and examined for miRNA expression motifs and pg-RNA levels. These EDTA plasma
and serum samples will be classified according to EASL and processed with state of the art
technologies like; Next Generation Sequencing, quantitative rtPCR and flow cytometry.

Expected results: The expected results aim to set light both on the miRNAs differential

expression and pg-RNA levels in each stage of HBV illness; this approach could delineate the
EASL classification criteria, predict the post therapeutic evaluation, and determine diagnostic
features for cccDNA active transcription and therapy response. Especially, miR122 and pgRNA
levels seem to be increased through illness deterioration, with the latter to be easily
detectable already from the first illness stages.
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